P. falciparum HB3xDd2 cross Segregation Data for chromosome 13

Chromosome 13 inheritance in P. falciparum HB3xDd2 cross
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C14M106 |. 644660 107.3 3 13
pE3 ; 113 3 13
pCI3.E14]. ; ; 113 3 13
TA133 G38879 _|AF010528 113 3 13
C14M73 GA44661 1273 3 13
C14M131 |. GA44662 1273 3 13
C13M91 GA44663 130.9 3 13
C13M70 GA44664 130.9 3 13
C1aM122 |. GA44665 130.9 3 13
C1aM27 GA44666 130.9 3 13
C14M126 |. 42667 . 1359 3 13
TALZ G38885__ |AF010530 138.8 3 13
C13M8L G44668 | 1445 3 13
CIM59 GA44669 1445 3 13
C13M32 GA44670 1445 3 13
IEMG GA4467 1502 3 13
B5M146 GA4467 1502 3 13
C13M67 GA4467 1559 3 13
C13M12 GA44674 158.8 3 13
CIM67 GA44675 158.8 3 13
C13M68_|. GA44676 158.8 3 13
C14M107 |. GA44677 158.8 3 13
C13M37 GA44678 158.8 3 13
C13M77 GA44679 164.5 3 13
C13M6 G44680 | 164.5 3 13
VAPA G37860 _|L08200 164.5 3 13
C13M22 GA44681 164.5 3 13
C13M14 GA44682 164.5 3 13
C13M79 GA44686 1702 3 13
CIM68 Ga4687 |- 1702 3 13
TAL07 G38880__ |AF010516 1702 3 13
Pf18153 G37861 _|T18153 1702 3 13
C14M45 GA44688 1702 3 13
C14M43 GA44690 1702 3 13
C13M38 Ga4689 | 1731 3 13
TA46 G38820 _|AF010546 1731 3 13
C13M56 G44685 | 178.8 3 13
C13M73 GA44683 178.8 3 13
C13M51 Gaa684 | 178.8 3 13
TAS8 G38813 __ |AF010555 1845 3 13




